Teiko Data Transfer Specifications

Definitions

Gating: The process of classifying cell events into biologically descriptive cell populations and
cell states based on marker expression. This involves drawing boundaries or “gates” over
specific cell populations to classify those cell populations’ respective lineages.

Clustering: The process of using unsupervised machine learning to identify cell types defined by
their expression of markers without prior knowledge of cell populations.

FCS: Flow Cytometry Standard, a .fcs file format for cytometry data containing mass cytometry
acquisition events and their associated channel values. The files provided will be version 3.1.
Specifications for this format can be found here.

GatingML2.0: a .gatingml file format used to store a representation of cytometry gates. The file
format version to be provided will be version 2.0. Specifications for this format can be found
here.

Data Description and Usage

Teiko Bio’s analysis produces one FCS file per sample and one GatingML2.0 file per sample.
We will also generate five results files per analysis summarizing different outputs of our analysis
pipeline:

1. Gated population frequencies by sample
a. UMNO0O02_gated_population_frequencies_by sample_YYYY_MM_DD HH_MM_SS.csv
2. Gated population cell state frequencies by sample
a. UMNO002_gated_cell_state_by sample_YYYY_MM_DD_HH_MM_SS.csv
3. Gated population marker expression by sample
a. UMNO02_gated marker_expression_by sample YYYY_MM_DD HH MM_SS.csv
4. Clustered population frequencies by sample
a. UMNO0O02_clustered_ population_frequencies_ YYYY_MM DD HH MM_SS.csv
5. Clustered population marker expression by sample
a. UMNO0O02_clustered_marker_expression_YYYY_MM_DD_HH_MM_SS.csv
6. FCS file per sample. Will provide a directory containing all files per sample.
a. UMNO002_fcs_YYYY_MM_DD HH_MM_SS
i. <sample_name>.fcs
7. Gating ml per sample. Will provide a directory containing all files per sample.
a. UMNO002_gatingml_YYYY_MM_DD_HH_MM_SS
i. <sample_name>.gatingml


https://www.ncbi.nlm.nih.gov/pmc/articles/PMC2892967/
https://flowcyt.sourceforge.net/gating/latest.pdf

Each file contains metadata to identify results associated with a particular sample and subject.
For example, if a client sends Teiko Bio four cohorts, with nine samples in each cohort (36

samples total), the client will receive 36 FCS files, 36 GatingML files, and the three results files
described above.

Amendment Process

If this Data Transfer Specifications document needs to be modified after being approved by the

client and Teiko, such as to accommodate changes in the experimental plan or analysis tier,
Teiko will prepare an updated version of this document for the client to review and approve

before proceeding.

File Structure

File 0: Customer metadata associated with the project. This file is used for reconciliation

across files 1 to 5.

external CRO, if
applicable

Column Definition Data Type | Example value(s)
sample_name Teiko code associated Alphanumeric | UMNO002-037

with the patient sample

from a single time point
accession_id Accession number from | Alphanumeric | 160816P001

subject_name

Code associated with
the patient

Alphanumeric

14020-UMN-6876

metadata_id_1

Any metadata to
associate with the
sample. For example
dosage.

tbd

tbd

Any metadata to
associate with the
sample.

tbd

tbd

metadata_id_n

Any metadata to
associate with the
sample.

tbd

tbd




File 1: Gated population frequencies by sample, column descriptions

Column Definition Data Type | Example value(s)

teiko_sample_name Teiko code associated Alphanumeric | UMNO002-037
with the patient sample
from a single time point

sample_name Accession number from | Alphanumeric | 160816P001
external CRO, if
applicable

subject_name Code associated with Alphanumeric | 14020-UMN-6876
the patient

top_level_cell_population Code defining top-level | Alphanumeric | nonGRAN

population of the
population being
reported

top_level_cell_population_display_name | Top-level population Alphanumeric | non-Granulocyte
name in plain language

cell_population Code defining Alphanumeric | B_CELL
population being
quantified

cell_population_display_name Population name in Alphanumeric | B Cell

plain language

cell_population_event_count Number of events Numeric 2157
associated with
population

top_level_cell_population_event_count Number of events Numeric 199448

associated with
top-level population

percentage_of top_level_gate Percentage of top-level | Numeric 1.081485
population associated
with population

low_cell_count Indicates whether a Boolean FALSE
parent population is (TRUE or
below (TRUE) or above | FALSE)
(FALSE) the threshold

for analysis. The
standard threshold is
100 cells.




File 1: This is an example of data of a single sample for the Gated population frequencies by sample.

teiko_sample_name
UMNOO2-037
UMN002-037
UMN002-037
UMNOQ02-037
UMN002-037
UMN002-037
UMNO02-037
UMN002-037
UMN002-037
UMNOO2-037
UMN002-037
UMN002-037
UMNOQ02-037
UMNO002-037
UMN002-037
UMNO02-037
UMNOQ02-037
UMN002-037
UMN002-037
UMNO02-037
UMN002-037
UMN002-037
UMNO02-037
UMNO02-037
UMN002-037
UMN002-037
UMNO02-037
UMN002-037
UMN002-037
UMNOQ02-037
UMNO0Q2-037

sample_name
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001

subject_name
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-8878
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-8878
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-8878
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-8876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-8876
14020-UMN-6876
14020-UMN-8878
14020-UMN-6876
14020-UMN-6876

top_level_cell_population
nonGRAN
nonGRAN
nonGRAN
NOnGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nanGRAN
nonGRAN
nonGRAN
nonGRAN
nNonGRAN
nonGRAN
NONGRAN
nonGRAN
nonGRAN
nanGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN

tap_level_cell_population_display_name
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
nan-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
nan-Granuloeyte
non-Granulocyte
non-Granulocyte
non-Granuloeyte
non-Granulocyte
non-Granulocyte
nan-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
nan-Granulocyte
non-Granuloeyte
non-Granulocyte
non-Granulocyte
non-Granulocyte

non-Granulocyte

cell_population
B_CELL
B_MEM
B_NAIVE

PB

cDa_T
CD4_TCM
CDA_TEM
€D4_TEMRA
CDA_TNAIVE
TREG
coa_T
CD8_TCM
CDB_TEM
CDB_TEMRA
CDB_TNAIVE
Dpc

cDC

pDC

transDC
MONO
cMONO
inMONO
neMOND

NK

CD16_NK
CD16neg_NK
CD56hi_NK
DNT

DPT

GoT

NKT

cell_population_display_name
B Cell

B Memoary

B Naive

Plasmablast

CDa+T

CD4+ T Central Memory
CD4+ T Effector Memary
CD4+ TEMRA

CD4+ T Naive

Treg

CD8+T

CD8+ T Central Memory
CD8+ T Effector Memory
CD8+ TEMRA

CD8+ T Naive

Den ic Cell

Classical DC
Plasmacytoid DG

Transitional DC

Monocyte

Classical Monocyte
Intermediate Monocyte
Non-classical Monocyte
Natural Killer

Cytolytic NK
Non-cytolytic NK
Cytokine-producing NK
Double-negative T
Double-positive T
Gamma-delta T

NKT

cell_population_event_count
2157
426
1038
699
140850
97213
5407
EES
36856
1036
3926
2650
264
109

top_level_cell_population_event_count
199448
198448
199448
199448
199448
199448
199448
199448
199448
199448
198448
199448
199448
199448
198448
199448
199448
198448
199448
199448
199448
199448
199448
199448
199448
198448
199448
199448
199448
199448
199448

percentage_of_top_level_gate
1.081485
0.213590
0.520436
0.350467
70.619911
48741025
2710082
0.016546
18.479002
0519434
1968433
1328667
0132365
0.054651
0.462750
0.342947
0.336429
0.002507
0.004011
22770848
21751534
0.8683383
0.058161
1442481
0.9255556
0.319883
0.200052
0.113313
0124845
0175986
0.351470

low_cell_count
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False



File 2: Gated population cell state frequencies by sample, column descriptions.

Column

Definition

Data Type

Example value(s)

external CRO, if applicable

teiko_sample_name Teiko code associated with | Alphanumeric UMNO002-037
the patient sample from a
single time point

sample_name Accession number from Alphanumeric 160816P001

subject_name

Code associated with the
patient

Alphanumeric

14020-UMN-6876

the threshold for analysis.
The standard threshold is
100 cells.

parent_cell_population Code defining the parent Alphanumeric B CELL
population of the
population being reported

parent_cell_population_display_name | Parent population name in | Alphanumeric B Cell
plain language

cell_state Code defining population Alphanumeric PDL1
being quantified

cell_state_display_name Cell state name in plain Alphanumeric PD-L1
language

cell_state_event_count Number of events Numeric 1917
associated with population

parent_cell_population_event_count Number of events Numeric 2157
associated with the parent
population

percentage_of parent Percentage of parent Numeric 88.873435
population associated with
population

low_cell_count Indicates whether a parent | Boolean FALSE
population is below (TRUE or
(TRUE) or above (FALSE) | FALSE)




File 2: This is an example of the gated population state frequencies by sample. Displayed is a single sample, and the first parent cell
population for that sample is shown (B Cell).

© ® N O o Pr e N

teiko_sample_name
UMNOQ2-037
UMNO002-037
UMNOQ2-037
UMNO02-037
UMNQO2-037
UMNO02-037
UMNOQQ2-037
UMNO02-037
UMNOQO2-037
UMNO002-037
UMNO002-037
UMNQQ2-037
UMNOQ2-037
UMNO002-037
UMNOQQ2-037
UMNO02-037
UMNOQQ2-037
UMNO02-037

sample_name
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001

subject_name
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6878
14020-UMN-6876
14020-UMN-68786
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876

parent_cell_population
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL
B_CELL

parent_cell_population_display_name
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell
B Cell

cell_state
GLUT1
KLRG1
TIM3

PDL1
TBET
CTLA4
KIe7

cD38

PD1

LAG3
CCR7
HLADR
CD25
VISTA
INT_B7
sT2

AREG
AREG_ST2

cell_state_display_name
GLUT1

KLRG1

TIM3

PD-11

Thet

CTLA-4

Kie7

CcD38

PD-1

LAG-3

CCR7

HLA-DR

CcD25

VISTA

Integrin B7

8T2

Amphiregulin
Amphiregulin ST2

cell_state_event_count
1917

1

1

1

172

2

752

1147

42

1485
2125
228
10
248

38
13

parent_cell_population_event_count
2167
2157
2167
2157
2157
21567
2157
2167
2157
2167
2157
2157
2167
2157
2167
21567
2157
2167

percentage_of_parent
88873435
0.046361
0.046361
0.046361
7.974038
0.092721
34.863236
53.176707
1947149
0.278164
67.918405
98.516458
10.570236
0.463607
11.497450
16.530830
1.761706
0.602689

low_cell_count
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False

False



File 3: Gated marker expression by sample column descriptions

external CRO, if
applicable

Column Definition Date Type | Example value(s)
teiko_sample_name Teiko code associated Alphanumeric | UMN002-037

with the patient sample

from a single time point
sample_name Accession number from Alphanumeric | 160816P001

subject_name

Code associated with
the patient

Alphanumeric

14020-UMN-6876

parent_cell_population

Code defining parent
population of the
population being
reported

Alphanumeric

B_CELL

parent_cell_population_display_name

Parent population name
in plain language

Alphanumeric

B Cell

cell_state

Code defining population
being quantified

Alphanumeric

PDL1

cell_state_display_name

Cell state name in plain
language

Alphanumeric

PD-L1

is_state_filter_applied

Indicates whether the
population contains all
cells (FALSE) or only
contains cells positive for
a specific state marker
(TRUE)

Boolean
(TRUE or
FALSE)

FALSE

<Marker 1 of n> (ex. AREG)

Arcsinh-transformed
median channel value of
<Marker 1 of n> within
the population; if a
median channel value
was not computed for
this marker in this
population, the value is
reported as <blank>

Numeric

0.093265

<Marker 2 of n> (ex. CCRY7)

Arcsinh-transformed
median channel value of
<Marker 2 of n> within
the population; if a
median channel value
was not computed for
this marker in this
population, the value is
reported as <blank>

Numeric

2.995684

[additional markers]




<Marker n of n> (ex. VISTA)

Arcsinh-transformed
median channel value of
<Marker n of n> within
the population; if a
median channel value
was not computed for
this marker in this
population, the value is
reported as <blank>

Numeric

1.484823




File 3: This is an example of the gated population marker expression by sample. Below shows a single sample, all parent cell

populations not filtered by state marker, and the first cell population (B Cell) filtered by the relevant state markers. If there is no

expression when the state marker filter is applied there will be no row.

teika_sample_name
UMNAD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNGD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNO02-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-087
UMNOD2-037
UMNOD2-037
UMNOD2-057
UMNOD2-057
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNOD2-037
UMNAD2-037
UMNOD2-027
UMNOD2-037

sample_name
160818P0A1
160816PDO1
160816P0O1
160816P0O1
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816PD01
160816PRO1
160816P001
160816PDOT
160816PDO1
160816PRO1
160816PRO1
160816POOT
160816PDO1
160816PDOT
160816P0O1
160818P0A1
160816PDO1
160816POO1
160816P001
160818P0A1
160818P0O1
160816P001

subject_name
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UNN-6876.
14020-UNN-6876.
14020-UNN-6876.
14020 UNN-6876.
14020-UNMN-6876.
14020-UNMN-6876.
14020-UMN-6876.
14020 UMN-6876.
14020 UMN-6876.
14020-UNMN-6876.
14020-UMN-6876.
14020 UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020 UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UNMN-6876.
14020-UNN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020-UNN-6876.
14020-UMN-6876.
14020-UMN-6876.
14020 UNMN-6876.

parent_cell_papul
B CELL

B_MEM

B_NAIVE

CDIB_NK

CD1Breg_NK

cpa_T
cpa_Tem
CDa_TEM
CDA_TEMRA
CDA_TNAIVE
CoS6hi_NK
coa_T
cDa_TCM
CDB_TEM
CDE_TEMRA
CDB_TNAIVE

parent_cell_population_display_name
& Cel

B Memory

8 Naive

Cytalytic NK
Nan-cytalytic NK

coas T

€D T Cantral Mamory
©D4.+ T Eftectar Memory
D4+ TEVRA

£D4+ T Naive
Cytokine-producing NK
cogs T

CD&-+ T Central Memory
CDB4 T Effectar Memory
COBY TEVRA

CDBY T Naive

Dencritic Cell
Double-negative T
Double-positiva T
Gamma-delta T
Monocyte

Natural Killer

NKT

Plasmablast

Treg

Glassical DG

Glassical Menocyte
Intermediate Mongcyte
Non-classical Menocyte
B Cel

& Cel

& Cel

& Cel

B Cel

& Cel

& Cel

& Cel

& Cel

& Cel

cell_state

cell_state_display_name

Amphiregulin
ceR?

CD2E

D38
GLuTH
HLA-DR
Integrin B7
Kig7

PD-1

s12

is_state_filter_applied
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
False
True
True
True
True
True
True
True
True
True

True

AREG
0.093265
0.002040
0.006400
0.627667
0237229
0267348
0242398

0021218
0.043187
0380422

0691146
0.140339
0.108805

0138616

0221231
0.247098
0725484
0053754
0222090
0.346486
0594159
0538408
0.263655
0.227025

0115424

0713991
0604387
0356970

0476717

1537675

CCR7
2005684
2777178
3282503
148
1515207

4535652
4530161
2162645
1712328
4914778
2271760
2410340
2347088
2106471
1279431
4533388
1633965
3530878
4148555
3.469325
1829050
1546415
2197461
2638764
3680661
1629520
1827966
1869215
1810556
NaN
3350892

cp2s
0.364533
0.261296
0454310
0438904
0.478957
2.815006
2762859
2744001
0.297894
3.208624
0640698
0264698
0.296707
0.483447
0.093006
0157528
0.070222
0363933
1795946
1872032
0.077403
0508059
1223179
0.303877
4528515
0.064336
0.076705.
0085197
0.099536
NaN

NaN
2.001039

cD3a
3.208353
0576920
3.007752
5264464
4838260
1837528
1737084
1706861
2682377
2245318
5.224146
3816959
4308926
3878633
3690243
1614932
4261703
2.888555
2.095004
2793484
4.480207
5183811
3083044
6.263868
3557048
1,258720
2486757
4.375107
3.920762

CTLA4
0.020596
0,000000
0.000000
0.000000
0.000000
0.912048
0.83371
1285838
1281268
0794798
0091632
0.431376
0607716
0.628040
0.1m847
0.058127
0.388345
0.480281
0594378
0.488356
0500292
0.000000
0500198
0.226947
1955201
0397453
0600630
0644488
0192509
NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

GLUT1
2130242
2702832
3.211200
1992081
2203054
1432480
1437825
1828248
2153935
1375761
2356564
2540084
2964816
3.049853
1930631
1372183
0581934
1882481
1833660
1724014
0346863
2081792
1870389
3175636
1552235
0562641
0341409
0.449617
0950616
NaN

Nah

Nah

Nah
3211452
Nah

NaN

Nah

Nah

Nan

HLADR
2881366
4913026
4689233
1776002
287812
0128584
0172778
1166102
1902273
0.000000
2298931
2746447
4243300
a.Bazarg
1912164
0.281449
3395543
0508978
1025617
0777503
2455018
1898336
1058850
5.296083
1289725
3.394890
4.432096
5414908
2975368

4594191
NaN

INT_B7
0648533
0104032
0651355
0.309114.
0.261200
0.667122
0571567
0.208545
0479239
1089161
0.3a0899
1.480998
1551059
1357113
1594091
1281124
0571567
0182426
1.375618
0.446024
0861823
0302830
1006464
1501445
0.405200
0578337
0.868360
0776395
0.266591
NaN

NaN

NaN

NaN

NaN

NaN
3568415
NaN

NaN

NaN

KI67
05838625
0373589
0.463378
0.263713
0245844
0565080
0.808572
0633033
0523391
1127522
1234189
1726507
2237708
3938684
0.222792
0745222
1986360
0706803
0799053
0938646
1534261
0332594
0785194
4576903
1406369
2000654
1575902
0796177
0.682570
NaN

NaN

NaN

NaN

NaN

NaN

NaN
4543616
NaN

Nan

KLRG1
0.000000
0000000
0000000
0.528265
0162600
0.000000
0.000000
0000000
11meaE
0.000000
0.000000
0.200004
s
0202297
3188547
0199220
0.000000
0.000000
0284314
0595377
0194963
0.281873
0.750003
0.000000
0000000
0000000
0123667
0268714
0062818
NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

LAG3

00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00
00

PD1
0105081
0.000000
0.000000
0.258763
0208388
0178711
0221172
1173904
1152726
0.043806
0.436834
1860926
2307815
2.147269
0855774
0.238590
0.092468
1995850
0533386
0518547
0.212615
0.262824
0.435958
0.834233
0.893287
0091353
0.209993
0277793
0.235244

2.114549
Nah

poL1
0.000000
0.022118
0.000000
0.000000
0.000000
0204786
0.223163
0.237423
0128047
0157923
0.000000
0141864
0180164
0.073833
0055012
0.065753
0000000
0213377
0301798
0158061
0.282007
0.000000
0.214101
0117430
0162741
0.000000
0273363
0.520891
0125689

sT2
06284685
0.221719
0.351441
1414165
1123673
0.204707
0.210267
0350668
0511961
0163688
1478018
0581534
0752025
0.572800
0539248
0170414
0.790545
0.276985
0.362658
0.397082
1034079
1357471
0.553796
2248233
0.620240
0781989
1029500
1199414
1126208
NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN
2075714

TBET
0319782
0971451
0036752
2664044
2151202
0.262862
0.255065
0.395007
1380368
0.263307
2172959
1170004
1326285
1489102
2083500
0579599
0519320
0461936
0.993151
1042874
0887315
25502439
1553346
0.490085
0664407
0539644
0586188
0.937275
1068166
NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

NaN

Nan

TIM3
0000000
0.000000
0.000000
0585499
0.492486
0.000000
0.000000
0.000000
0.261992
0.000000
0552378
©.209621
0309209
0184990
007175
0000000
0000000
0364833
0000000
0195826
0000000
0564292
0071239
0.007520
0.007545
0.000000
0000000
0.057049
0.027976
NaN

NaN

VISTA
1484823
1396199
1328485
2.758333
2157808
1363248
1288208
1574473
1858883
1315392
1.994984
2064086
2301872
2287287
1796359
1471488
2230221
1724884
1862017
1738667
5169215
2208797
1921023
1802997
1648753
4,243818
5158385
5525388
4.370980



File 4: Clustered population frequencies by sample column descriptions

from External CRO, if
applicable

Column Definition Data Type | Example value(s)
teiko_sample_name Teiko code associated | Alphanumeric | UMN002-037

with the patient sample

from a single time

point
sample_name Accession number Alphanumeric | 160816P001

subject_name

Code associated with
the patient

Alphanumeric

14020-UMN-6876

top_level_cell_population

Code defining top-level
population of the
population being
reported

Alphanumeric

nonGRAN

top_level_cell_population_display _name

Top-level population
name in plain
language

Alphanumeric

non-Granulocyte

cell_population

Code defining
population being
quantified

Alphanumeric

MONO.0

percentage_of top_level_gate

Percentage of top-level
population associated
with population

Numeric

1.8132

cell_population_event_count

Number of events
associated with
population

Numeric

3611




File 4: This is an example of data for a single sample for the clustered population frequencies by sample.

© 0 N b W N O

S A o . oo
A w M O

teiko_sample_name
UMNO02-037
UMNO002-037
UMNO002-037
UMN002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO02-037
UMN002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMN002-037
UMNO002-037
UMN002-037
UMNO002-037
UMN002-037
UMNO002-037
UMNO002-037
UMNO02-037
UMNO002-037
UMNO002-037
UMN002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037
UMNO002-037

sample_name
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001
160816P001

subject_name
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876
14020-UMN-6876

top_level_cell_population
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN
nonGRAN

top_level_cell_population_display_name
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte
non-Granulocyte

non-Granulocyte

cell_population
MONO.0
cMONO.1
cMONO.2
CD4_TCM.3
cMONO.4
MONO.5
CD4_TNAIVE.6
inMONO.7
MONO.8
CD4_TEM.9
MONO.10
CD8_T.1"
CD8_TCM.12
CD4_TA3
MONO.14
inMONO.15
NK.16

NK.A7
CD4_TEM.18
TREG.19
CD4_nonTREG.20
CD4_TEM.21
GDT.22
MONO.23
CD16_NK.24
MONO.25
cMONO.26
CD16_NK.27
CD16_NK.28
CD8_TNAIVE.29
CD8_T.30
inMONO.31
CD8_TEMRA.32
DNT.34

DC.35
transDC.36
CD16_NK.37
B_MEM.38
B_NAIVE.39
PB.42
inMONO.48

percentage_of_top_level_gate
1.8132
0.7401
51167
4.7230
1.6420
0.4218
401268
0.0748
7.4938
1.6771
0.0341
0.5107
1.0013
18.4463
4.9360
0.2847
0.3861
0.0156
0.4404
0.8918
3.2664
1.6877
0.0763
0.2561
0.4539
0.0176
0.7999
0.4640
0.1662
0.5313
0.0542
0.0025
0.1356
0.0768
0.0176
0.0487
0.0176
0.2651
0.5292
0.4549
0.0020

cell_population_event_count
361
1474
10190
9406
3270
840
79913
149
14924
3340
68
1017
1994
36736
9830
567
769
31
877
1776
6505
3162
152
510
204
35
1593
924
331
1058
108

270
153
35
97
35
528
1054
906



File 5: Clustered populations marker expression by sample

Column Definition Date Type Example value(s)
teiko_sample_name Teiko code associated with | Alphanumeric UMNO002-037

the patient sample from a

single time point
sample_name Accession number from Alphanumeric 160816P001

external CRO, if applicable

subject_name

Code associated with the
patient

Alphanumeric

14020-UMN-6876

cell_population

Code defining clustered cell
population

Alphanumeric

B_MEM.38

<Marker 1 of n> (ex. AREG)

Arcsinh-transformed
median channel value of
<Marker 1 of n> within the
population; if a median
channel value was not
computed for this marker in
this population, the value is
reported as <blank>

Numeric

0.00000

<Marker 2 of n> (ex. CCRY7)

Arcsinh-transformed
median channel value of
<Marker 2 of n> within the
population; if a median
channel value was not
computed for this marker in
this population, the value is
reported as <blank>

Numeric

2.665345

[additional markers]

<Marker n of n> (ex. VISTA)

Arcsinh-transformed
median channel value of
<Marker n of n> within the
population; if a median
channel value was not
computed for this marker in
this population, the value is
reported as <blank>

Numeric

1.446879




File 5: This is an example of the Clustered Populations Marker Expression by Sample. Below shows a s

5

teika_sample_name
002037
Una002-037
Uhi002-037
Unm002-037
Uni002-057
Uh002-037
Un002-037
Uni00z-057
Uh002-037
U002 057
Unssn0z-p7
U003 037
UL
Unsn0-7

unam002 o
Uksian? oz

00z 0as
Unenonz o2,
Unaonz- o2
U002t
Unno02-037
Unai003-037
Uh002-037
002037
Uni003-057
Uh002-037
Uk002-057
Unin02-037
Uh002-037
Une00z-057
Unssn0z-07
002 0z
0025
Uns007-7

[
uns00? 0
Ubasio? o

o0z o
Unanoz 0z,
Unasiona-oar

sample_name
1608 15P001
re0B18P001
180E1EROC
180518P001
1e0813P001
180518PO0I
180519P001
160515P001
1805159001
160815001
1603159001

seamsrno
0EGELC
0B 16P001
re0815P001
180618PO01
Te0B18P001
1e0818P001
180518POCI
180813P001
10513p001
180515P001
160815P001
1603159001
160z 15P00
160w 1EPom
160mEPan1
wamEEnm
wamsrom
r6amEron
60z
T6amsroo
ey

sublest_name
D20-UMh-BE7E
4820-UMN -85
02005676
420-U0N-£875
“420-UN-8878
4020-UMK 6676
420-0a1 8575
4020-UN-8878
UT20-UMK 5876
420N 5576
U0 -5576
ADI0AN 576
420N 576
0K
4020 U 6575
~8570 UK G576

4020 U GBI

020-UMN GBS
LU -GG

4E20-UMN 6826
4020-U0Ah-£85
“420-UN-8878
4C20-UMK 8678
“4520-01 8678
4020-UMK-878
UT20-UMK 5876
“4520-0an 5576
405876
4pz0-n 5576
420N 576
A0
0 AN TG
020 U 657
~4070 UMK 657
020 U GBI
020 UMK GBI
“ar0 b -G

cell_paguiation
B nera3s
38

(X
[T
e e 2r
o8 3G
cbe_Ne3T

oz
coeToms

% narTREG 20
com T

cna

oz
De_rEna 3
s e
ey

otz
e
oNa.0
anoe
MoK
wonG 23
MoNO2E
MONOE
MoNOE
e

B,

Pz
TRESE
nona
aumNa?
emona s

a0
iGNNGS

inian
imaonaag

InsHONDLE
traneiesE

3
0.000000
o.200000
450568
Dag34se

036721

.590008
apsoes
LU
DagRIR
nosias

zzgas

26444
axsszar
tasonm
n26eE0E
2222808
4wi260
44108
1083208
PELES]
500368
LR
2010852
n28EITE
normorz
V822018
amazEs
naamer
azaaser

DaRRRaT

0.000000
1803

cerr
2666225
2308818
1490135
1260850
pren
1526808
237481
EELTEEE]
2112882
2omEm
2004367
pEC ]
a

3

1652a7s
pre
128

agraas
zaumaaa
preveny
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221848
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RECREE)
50183
Anazam
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2aa006s
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s
e
128587
2o
120029
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come
R
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13603
<z
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s
e
e
s
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sz
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a5
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230
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conza
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Data Transfer Methods and Protocols

Data will be transferred via secure login through our web application. The data transfer utilizes AWS
S3 service to securely collect and transfer data.



Glossary of Gated Populations (to change depending on project)

Population Code
(cell_population)

Population Name

Definition (Marker Parameters)

LIVE

Live

DNA+ Event Length below 40 Cisplatin-

DNA+ Event Length below 40 Cisplatin-

LEUKOCYTE Total Leukocyte CD61-CD235AB-
B_CELL B Cell nonGRAN CD3- CD19+ CD14- CD56-
B_MEM B Memory réoDnz(ileN CD3- CD19+ CD14- CD56- CD38-
B_NAIVE B Naive chJDnZC;f{AN CD3- CD19+ CD14- CD56- CD38+
PB blasmablast E?SEIAN CD3- CD19+ CD14- CD56- CD38hi
CD4 T CD4+ T
CD4+ T Central
CD4_TCM Memory
CD4+ T Effector
CD4_TEM Memory
CD4_TEMRA CD4+ TEMRA
CD4_TNAIVE CD4+ T Naive
TREG Treg
CD8_T CD8+ T
CD8+ T Central
CD8 _TCM Memory
CD8+ T Effector
CD8 TEM Memory
CD8_TEMRA CD8+ TEMRA
CD8_TNAIVE CD8+ T Naive
DC Dendritic Cell
cDC Classical DC
pDC Plasmacytoid DC
transDC Transitional DC
MONO Monocyte
cMONO Classical Monocyte
inMONO Intermediate Monocyte| .
Non-classical
ncMONO Monocyte
NK Natural Killer




CD16_NK Cytolytic NK

CD16neg_NK Non-cytolytic NK
Cytokine-producing

CD56hi_NK NK

DNT Double-negative T

DPT Double-positive T

GDT Gamma-delta T

NKT NKT




Glossary of State Markers (to change depending on project)

State Code State Name Analysis of State Analysis of State
(state_marker) Frequency Marker Expression

TIM3 TIM-3 TRUE TRUE
PDL1 PD-L1 TRUE TRUE
TCF1 TCF-1 TRUE TRUE
TBET TBET TRUE TRUE
CTLA4 CTLA-4 TRUE TRUE
KI67 Ki67 TRUE TRUE
TIGIT TIGIT TRUE TRUE
CD38 CD38 TRUE TRUE
PD1 PD-1 TRUE TRUE
LAG3 LAG3 TRUE TRUE
CCR7 CCR7 TRUE TRUE
HLADR HLA-DR TRUE TRUE
CD11B CD11B TRUE TRUE
CD25 CD25 TRUE TRUE
CD38_HLADR  CD38+HLA-DR+ TRUE FALSE

LOX1 LOX-1 TRUE TRUE



Signatures

Company [Company Name]

By:

Name:

Title:

Email:

Address:

Company Teiko Bio, Inc.

By:

Name:

Title:

Email:

Address:




