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Teiko Study & Dataset 
We processed and analyzed mass cytometry data for 5 dilutions of human PBMCs supplemented 
with mouse PBMCs as carrier cells. Total human PBMC counts per sample ranged from 5K to 
500K and all samples were normalized to 500K with mouse PBMCs for barcoding, staining, and 
analysis as necessary.

Samples were stained with our Human pan-immune base panel. Anti-human CD45 was used 
to distinguish human PBMCs from mouse carrier cells for gating and analysis.

The following slides compare the immune cell population counts and frequencies 
across samples with varying numbers of human PBMCs.
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Sample Dilution & Processing in Teiko Study 
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Sample Information

Teiko Sample ID Description

Total cell 
count 

(millions) Viability (%)

Cell count 
prior 

acquisition

Estimated 
event in 

acquisition

Debarcoding 
with 0.3 

separation

Hu500K_Ms0
0.5 million human cells mixed 

with 0 mouse cells 0.5 pre-fixed 0.28 0.24 0.241

Hu250K_Ms250K
250K human cells mixed with 

250K mouse cells 0.5 pre-fixed 0.28 0.24 0.238

Hu100K_Ms400K
100K human cells mixed with 

400K mouse cells 0.5 pre-fixed 0.28 0.24 0.236

Hu25K_Ms500K
25K human cells mixed with 0.5 

million mouse cells 0.5 pre-fixed 0.28 0.24 0.253

Hu5K_Ms500K
5K human cells mixed with 0.5 

million mouse cells 0.5 pre-fixed 0.28 0.24 0.206
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Immune subset counts and frequencies
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Immune subset composition
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Summary of Teiko’s assessment of minimum cell counts for immune profiling

● The relative frequencies of immune subsets are stable across samples with an input of 
500K to 25K human PBMCs as starting material.

● While still detectable, the event counts of rare populations, like pDCs, plasma cells, and 
CD4 TEMRA, falls below 20 with an input of 25K cells or less.

Recommend a minimum of 50K cells per sample for accurate detection of all major 
immune subsets. For studies focused on rare subsets, higher cell counts are 
recommended.


